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Abstract
The rise of extended-spectrum beta-lactamase (ESBL)-producing Escherichia coli in food-producing animals is a growing concern for public
health. We investigated ESBL producers isolated from broiler chickens in Brazil and characterized 19 CTX-M-2-producing E. coli. The ISCR1
was detected upstream of the chromosome-located gene blaCTX-M-2, associated with sul-1 type integron structure. CTX-M-2-producing
E. coli exhibited different PFGE-types and phylogenetic groups, showing a non-clonal dissemination. The sequence types found (ST93, ST155
and ST2309) have been associated with humans and animals worldwide. Herein, we report the chromosomal location of blaCTX-M-2 on
E. coli, highlighting the risks of multidrug-resistant bacteria in food-producing animals.
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Abstract
We evaluated changes in the epidemiology of catheter-related bloodstream infections (CRBSIs) between 1996 and 2012 in a tertiary care
centre in Israel. The cohort included 1754 episodes of CRBSI. The incidence of CRBSIs decreased throughout the study period, whereas
30-day mortality following bacteraemia increased. There was a linear shift toward predominance of Gram-negative bacilli throughout the
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study period (p for trend<0.001). In 1996, 68% (68/100) of CRBSIs were caused by Gram-positive cocci, whereas in 2012 77.8% (28/26)
were caused by Gram-negative bacilli. The shift towards Gram-negative CRBSIs and the associated mortality mandates that empirical
treatment for CRBSIs be directed by local epidemiology.
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Abstract
Lethal outcomes can be expressed as a case fatality ratio (CFR) or as a mortality rate per 100 000 population per year (MR). Population
surveillance for community-onset methicillin-sensitive (MSSA) and methicillin-resistant (MRSA) Staphylococcus aureus bacteraemia was
conducted in Canada, Australia, Sweden and Denmark to evaluate 30-day CFR and MR trends between 2000 and 2008. The CFR was 20.3%
(MSSA 20.2%, MRSA 22.3%) and MR was 3.4 (MSSA 3.1, MRSA 0.3) per 100 000 per year. Although MSSA CFR was stable the MSSA MR
increased; MRSA CFR decreased while its MR remained low during the study. Community-onset S. aureus bacteraemia, particularly MSSA, is
associated with major disease burden. This study highlights complementary information provided by evaluating both CFR and MR.
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Abstract
During active surveillance at the Mediterranean Institute for Transplantation and Advanced Specialized Therapies (ISMETT, Palermo, Italy)
with the CARBA screening medium, ﬁve pairs of Klebsiella pneumoniae carbapenemase (KPC)-producing K. pneumoniae and Escherichia coli
strains were isolated in each of ﬁve colonized patients. In each patient, lateral gene transfer was demonstrated by comparing K. pneumoniae
and E. coli strains, both possessing KPC-3, Tn4401a and pKpQIL-IT elements. The isolates were found to be multiclonal by multilocus
sequence typing (sequence type (ST) 512 related to ST258, and ST307 belonging to a clonal complex different from the habitual sequence
clone ST258 isolated in Italy) and pulsed-ﬁeld gel electrophoresis. The results of our study highlight the easy transfer of KPC among
Enterobacteriaceae colonizing the human intestine, and the active and careful surveillance required to identify and prevent the spread of these
multidrug-resistant microorganisms.
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Abstract
The aim of this study was to investigate the prevalence of extended-spectrum b-lactamase (ESBL) -producing Escherichia coli in stool samples
from 457 patients with travellers’ diarrhoea who had travelled to tropical and subtropical countries. Ninety-seven ESBL-producing E. coli
strains were isolated from 17.9% of the patients (82/457). CTX-M-15 was the most prevalent enzyme (80%) and India was the most visited
country and showed the highest prevalence of positive samples (37.4%).
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